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C2H2 and C2HC zinc fingers
Immunoglobulin
PH domain-like
Multiheme cytochromes
WD40 repeat-like
Ankyrin repeat
EF-hand
SH3-domain
Winged helix
Fibronectin type III
POZ domain
EGF/Laminin
C2 domain (Calcium/lipid-binding domain, CaLB)
PDZ domain-like
Ubiquitin-like



R-value <= 0.20
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TPR-like
F-box domain
RNI-like
alpha/beta-Hydrolases
Cytochrome P450
S-adenosyl-L-methionine-dependent methyltransferases
MFS general substrate transporter
(Trans)glycosidases
UDP-Glycosyltransferase/glycogen phosphorylase
Pectin lyase-like
DNA-binding domain
Ribonuclease H-like
FAD/NAD(P)-binding domain
Clavaminate synthase-like
Plant invertase/pectin methylesterase inhibitor
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